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Abstract
The conserved CCRK, RCK, and CDKL5 kinases regulate cilia length in diverse organisms. In C. elegans, DYF-18 CCRK
regulates DYF-5 RCK to shape both simple and complex cilia morphologies. The CDKL5 ortholog CDKL-1 has also been
suggested to act downstream of DYF-18 but independently of DYF-5 to regulate lengths of simple rod-like cilia. Here we
show that CDKL-1 is largely dispensable for regulation of complex cilia structures. Using genetic epistasis experiments, we
confirm that CDKL-1 and DYF-5 act independently to control cilia architecture. Our results indicate that multiple kinases act
via distinct pathways to regulate unique cilia ultrastructures.
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Figure 1. CDKL-1 acts independently of DYF-5 to regulate morphology of simple but not complex cilia in C. elegans.

A,B) Representative images of ASH cilia (A) and quantification of ASH cilia lengths (B) in the indicated genetic
backgrounds. ASH cilia were visualized via expression of sra-6p::myr-gfp. Arrowheads indicate cilia base; arrows indicate
dendrite. Anterior is at top. Scale bar: 4 μm.

C,D) Representative images of AWA cilia (C) and quantification of AWA cilia morphologies (D) in the indicated genetic
backgrounds. AWA cilia were visualized via expression of gpa-4pΔ6p::myr-gfp. Arrowheads indicate cilia base; arrows
indicate dendrite; asterisk indicates dendritic branches. Anterior is at top left. Scale bar: 10 μm.

Alleles used were: cdkl-1(ok2694) and dyf-18(ok200). Images shown are from adult hermaphrodites. *** and ###: different
between indicated at P < 0.001 (one way ANOVA with Bonferroni posthoc test (B), Kruskal-Wallis with Bonferroni posthoc
test (D). ns – not significant. n ≥30 neurons each.

E) In neurons containing rod-like cilia, DYF-18 acts upstream of both DYF-5 and CDKL-1; DYF-5 and CDKL-1 act
independently to inhibit cilia length. In the AWA neurons, DYF-18 also acts upstream of DYF-5 to regulate their complex cilia
architecture. CDKL-1 appears to play only a minor role in shaping AWA cilia. XBX-4 regulates DYF-18 in multiple sensory
neuron types (Maurya and Sengupta, 2021).

Description
Cilia and flagella are compartmentalized microtubule-based structures that mediate cell motility and/or sensory functions
(Malicki and Johnson, 2017; Spassky and Meunier, 2017). These organelles are typically rod-like structures although a subset
of cilia present on sensory neurons exhibit diverse and complex morphologies (Silverman and Leroux, 2009). Cilia length and
architecture are strictly regulated as a function of cell type and conditions across organisms and play important roles in tuning
cellular responses (e.g. Lattao et al., 2017; Menco, 1997; Pan and Snell, 2000; Perkins et al., 1986; Rosenbaum et al., 1969).
The genetic pathways that modulate cilium structures remain to be fully characterized.

The highly conserved CCRK and RCK kinases have been shown to act in a cascade to restrict cilia length in organisms
ranging from the blue-green algae Chlamydomonas reinhardtii to mammals (Asleson and Lefebvre, 1998; Berman et al., 2003;
Broekhuis et al., 2014; Burghoorn et al., 2007; Jiang et al., 2019; Maurya et al., 2019; Moon et al., 2014; Tam et al., 2007).
Loss of function of these kinases elongates cilia in part via modulation of intraflagellar transport (IFT) that traffics proteins
required for ciliogenesis, as well as via regulation of ciliary axonemal microtubule stability (Chaya et al., 2014; Craft et al.,
2015; Maurya et al., 2019; Phirke et al., 2011; Satoda et al., 2022; Yi et al., 2018). We and others previously showed that in C.
elegans, the loss of dyf-18 CCRK and dyf-5 RCK homologs elongates cilia, while conversely, overexpression of dyf-5 (dyf-
5(XS)) results in severely truncated cilia (Burghoorn et al., 2007; Maurya et al., 2019). DYF-18-mediated potentiation is
required to fully activate DYF-5 function in C. elegans similar to observations in mammalian tissues and Chlamydomonas (Fu
et al., 2005; Maurya et al., 2019; Yang et al., 2013), highlighting the deep functional conservation of this cascade in regulating
cilia length.

In addition to CCRK and RCK, the CDKL5 and its C. elegans ortholog CDKL-1 kinases have also been implicated in cilia
length control (Canning et al., 2018; Hu et al., 2015; Tam et al., 2013). The lengths of the middle (or proximal) segments in a
subset of C. elegans sensory cilia with simple rod-like structures including those of the ADL sensory neurons are elongated in
cdkl-1 mutants (Park et al., 2021). The middle segments of ADL cilia are also elongated in dyf-18 but not dyf-5 mutants, and
DYF-18 regulates CDKL-1 ciliary localization in ADL (Park et al., 2021). Similarly, LF2 CCRK regulates the localization of
the LF5 CDKL5 ortholog in Chlamydomonas flagella (Tam et al., 2013). Together with the observation that ADL cilia are not
further elongated in dyf-18; cdkl-1 double mutants (Park et al., 2021), CDKL-1 has been suggested to act downstream of DYF-
18 but independently of DYF-5 to regulate cilia length (Park et al., 2021). However, it remains possible that cilia lengths are at
a maximal ceiling in each single mutant precluding accurate interpretation of the double mutant phenotype. Moreover, whether
the proposed genetic interactions of CDKL-1 with DYF-18 and DYF-5 are similar in sensory neuron types with different cilia
structures is unclear.

The severe truncation of the simple rod-like and complex cilia morphologies of the ASH nociceptive and AWA olfactory
neurons in C. elegans in dyf-5(XS) animals (Figure 1A-D) (Burghoorn et al., 2007; Maurya et al., 2019) provides a tool to
further dissect the genetic relationships of CDKL-1 and DYF-18 with DYF-5 in these neuron types. While a subset of rod-like
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cilia containing well-defined ciliary middle segments is markedly elongated in cdkl-1 mutants (Canning et al., 2018; Park et
al., 2021), the overall lengths of the rod-like cilia of the ASH neurons are more weakly affected in this mutant background
with a broader distribution of cilia lengths as reported previously (Park et al., 2021) (Figure 1A-B). The morphology of the
AWA cilia that lack clearly demarcated middle and distal ciliary segments was also only weakly affected in cdkl-1 mutants
(Figure 1C-D), pointing to a distinct role for this kinase in different cilia types. Loss of cdkl-1 had no effect on the truncated
cilia phenotypes in either ASH or AWA in dyf-5(XS) animals (Figure 1A-D), suggesting that similar to observations in ADL
(Park et al., 2021), CDKL-1 is also unlikely to act in a linear pathway with DYF-5 to regulate cilia length in ASH or AWA.

While AWA cilia are severely truncated in dyf-5(XS) animals, loss of dyf-18 in this overexpression background is sufficient to
restore AWA cilia to wild-type-like morphologies (Figure 1C-D) (Maurya et al., 2019). We previously proposed that DYF-18
is required to fully activate DYF-5 such that in dyf-18 mutants, overexpression of DYF-5 is sufficient to inhibit AWA cilia
elongation and promote ciliary branching but is not sufficient to drive cilia truncation (Maurya et al., 2019). If CDKL-1 acts in
parallel to DYF-18 to regulate DYF-5 function, effects of cdkl-1 loss of function on dyf-5(XS) activity may be masked by
DYF-18-mediated potentiation of DYF-5. In this case, mutations in both dyf-18 and cdkl-1 should result in complete loss of
dyf-5(XS) function and an elongated cilium phenotype. However, the AWA cilia phenotypes of dyf-18; cdkl-1; dyf-5(XS)
animals were similar to those of dyf-18; dyf-5(XS) animals alone (Figure 1C-D). Similarly, while loss of dyf-18 restored the
truncated ASH cilia lengths to wild-type levels in dyf-5(XS) animals, the cilia length phenotype of dyf-18; cdkl-1; dyf-5(XS)
animals were again similar to those of dyf-18; dyf-5(XS) animals (Figure 1A-B). Together, these observations suggest that
CDKL-1 likely does not act in parallel with DYF-18 to regulate DYF-5 function and cilia morphology in either ASH or AWA.

Results shown here confirm previous observations that CDKL-1 and DYF-5 act in independent pathways to regulate cilia
length in C. elegans and extend this conclusion to additional cilia types. Moreover, our findings indicate that while DYF-18
and DYF-5 regulate cilia length in sensory neurons with both simple and complex cilia morphologies, the contribution of
CDKL-1 to cilia length control appears to be largely restricted to rod-like sensory cilia (Figure 1E). We suggest that distinct
kinase pathways operate via targeting partly overlapping sets of substrates to regulate lengths and morphologies of cilia with
unique underlying axonemal ultrastructures.

Methods
C. elegans growth and strain generation

Worms were grown on E. coli OP50 bacteria according to standard procedures. Mutant strains were generated using standard
genetic methods and confirmed using PCR-based genotyping. Animals were maintained with plentiful food and uncrowded
conditions for at least two generations prior to analyses. The oyEx691 extrachromosomal array was generated by injecting sra-
6p::myr-gfp at 10 ng/µl and unc-122p::gfp at 50 ng/µl concentration in N2 worms.

Microscopy

To image cilia, animals were anesthetized with 10 mM tetramisole hydrochloride (Sigma) and mounted on 2-10% agarose
pads in water. A spinning disc confocal microscope (Zeiss Axio Observer with a Yokogawa CSU-22 spinning disk confocal
head) was used to image cilia using an 100X objective with 0.25 μm z-steps. Maximum intensity projections were generated
using SlideBook 6.0 software (3i, Intelligent Imaging Innovations). For visualization, images were false colored and adjusted
in ImageJ (NIH) for brightness and contrast.

Quantification and statistical analyses

The SPSS 25 statistical analyses package (IBM) was used to perform statistical tests. AWA cilia categories were treated as
ordinal variables. One-way ANOVA with Bonferroni post hoc corrections for multiple comparisons were used for ASH cilia
length distributions. A non-parametric Kruskal-Wallis test with Bonferroni posthoc corrections for multiple comparisons was
used for data with AWA cilia categories that display non-normal distributions.

Reagents
Table 1. List of strains used in this work.
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Strain Genotype

PY11513 oyEx691[sra-6p::myr-gfp; unc-122p::gfp]

PY11569 cdkl-1(ok2694); oyEx691[sra-6p::myr-gfp; unc-122p::gfp]

PY11570 gjIs831[dyf-5(XS); elt-2p::gfp]; oyEx691[sra-6p::myr-gfp; unc-122p::gfp]

PY11571 cdkl-1(ok2694); gjIs831[dyf-5(XS); elt-2p::gfp]; oyEx691[sra-6p::myr-gfp; unc-122p::gfp]

PY11572 dyf-18(ok200); gjIs831[dyf-5(XS); elt-2p::gfp]; oyEx691[sra-6p::myr-gfp; unc-122p::gfp]

PY11573 dyf-18(ok200); cdkl-1(ok2694); gjIs831[dyf-5(XS); elt-2p::gfp]; oyEx691[sra-6p::myr-gfp; unc-122p::gfp]

PY11404 oyIs87[gpa-4Δ6p::myr-gfp]

PY11551 oyIs87[gpa-4Δ6p::myr-gfp]; cdkl-1(ok2694)

PY11574 oyIs87[gpa-4Δ6p::myr-gfp]; gjIs831[dyf-5(XS); elt-2p::gfp]

PY11575 cdkl-1(ok2694); oyIs87[gpa-4Δ6p::myr-gfp]; gjIs831[dyf-5XS; elt-2p::gfp]

PY11576 dyf-18(ok200); oyIs87[gpa-4Δ6p::myr-gfp]; gjIs831[dyf-5(XS); elt-2p::gfp]

PY11577 dyf-18(ok200); cdkl-1(ok2694) ; oyIs87[gpa-4Δ6p::myr-gfp]; gjIs831[dyf-5(XS); elt-2p::gfp]

 

Acknowledgements: We are grateful to Alison Philbrook for providing the PY11513 strain. We thank the Caenorhabditis
Genetics Center for strains, and Alison Philbrook and Jihye Yeon for critical reading of the manuscript. This work was partly
supported by the NIH (R35 GM122463 – P.S.).

References
Asleson CM, Lefebvre PA. 1998. Genetic analysis of flagellar length control in Chlamydomonas reinhardtii: a new long-
flagella locus and extragenic suppressor mutations. Genetics 148: 693-702. PubMed ID: 9504917

Berman SA, Wilson NF, Haas NA, Lefebvre PA. 2003. A novel MAP kinase regulates flagellar length in Chlamydomonas.
Curr Biol 13: 1145-9. PubMed ID: 12842015

Broekhuis JR, Verhey KJ, Jansen G. 2014. Regulation of cilium length and intraflagellar transport by the RCK-kinases ICK
and MOK in renal epithelial cells. PLoS One 9: e108470. PubMed ID: 25243405

Burghoorn J, Dekkers MP, Rademakers S, de Jong T, Willemsen R, Jansen G. 2007. Mutation of the MAP kinase DYF-5
affects docking and undocking of kinesin-2 motors and reduces their speed in the cilia of Caenorhabditis elegans. Proc Natl
Acad Sci U S A 104: 7157-62. PubMed ID: 17420466

Canning P, Park K, Gonçalves J, Li C, Howard CJ, Sharpe TD, et al., Leroux MR. 2018. CDKL Family Kinases Have Evolved
Distinct Structural Features and Ciliary Function. Cell Rep 22: 885-894. PubMed ID: 29420175

 

8/19/2022 - Open Access

https://www.ncbi.nlm.nih.gov/pubmed/9504917
https://www.ncbi.nlm.nih.gov/pubmed/12842015
https://www.ncbi.nlm.nih.gov/pubmed/25243405
https://www.ncbi.nlm.nih.gov/pubmed/17420466
https://www.ncbi.nlm.nih.gov/pubmed/29420175


 

Chaya T, Omori Y, Kuwahara R, Furukawa T. 2014. ICK is essential for cell type-specific ciliogenesis and the regulation of
ciliary transport. EMBO J 33: 1227-42. PubMed ID: 24797473

Craft JM, Harris JA, Hyman S, Kner P, Lechtreck KF. 2015. Tubulin transport by IFT is upregulated during ciliary growth by a
cilium-autonomous mechanism. J Cell Biol 208: 223-37. PubMed ID: 25583998

Fu Z, Schroeder MJ, Shabanowitz J, Kaldis P, Togawa K, Rustgi AK, Hunt DF, Sturgill TW. 2005. Activation of a nuclear
Cdc2-related kinase within a mitogen-activated protein kinase-like TDY motif by autophosphorylation and cyclin-dependent
protein kinase-activating kinase. Mol Cell Biol 25: 6047-64. PubMed ID: 15988018

Hu Z, Liang Y, He W, Pan J. 2015. Cilia disassembly with two distinct phases of regulation. Cell Rep 10: 1803-10. PubMed
ID: 25801021

Jiang YY, Maier W, Baumeister R, Minevich G, Joachimiak E, Wloga D, et al., Gaertig J. 2019. LF4/MOK and a CDK-related
kinase regulate the number and length of cilia in Tetrahymena. PLoS Genet 15: e1008099. PubMed ID: 31339880

Lattao R, Kovács L, Glover DM. 2017. The Centrioles, Centrosomes, Basal Bodies, and Cilia of Drosophila melanogaster.
Genetics 206: 33-53. PubMed ID: 28476861

Malicki JJ, Johnson CA. 2017. The Cilium: Cellular Antenna and Central Processing Unit. Trends Cell Biol 27: 126-140.
PubMed ID: 27634431

Maurya AK, Rogers T, Sengupta P. 2019. A CCRK and a MAK Kinase Modulate Cilia Branching and Length via Regulation
of Axonemal Microtubule Dynamics in Caenorhabditis elegans. Curr Biol 29: 1286-1300.e4. PubMed ID: 30955935

Maurya AK, Sengupta P. 2021. xbx-4, a homolog of the Joubert syndrome gene FAM149B1, acts via the CCRK and RCK
kinase cascade to regulate cilia morphology. Curr Biol 31: 5642-5649.e5. PubMed ID: 34731674

Menco BP. 1997. Ultrastructural aspects of olfactory signaling. Chem Senses 22: 295-311. PubMed ID: 9218142

Moon H, Song J, Shin JO, Lee H, Kim HK, Eggenschwiller JT, Bok J, Ko HW. 2014. Intestinal cell kinase, a protein
associated with endocrine-cerebro-osteodysplasia syndrome, is a key regulator of cilia length and Hedgehog signaling. Proc
Natl Acad Sci U S A 111: 8541-6. PubMed ID: 24853502

Pan J, Snell WJ. 2000. Signal transduction during fertilization in the unicellular green alga, Chlamydomonas. Curr Opin
Microbiol 3: 596-602. PubMed ID: 11121779

Park K, Li C, Tsiropoulou S, Gonçalves J, Kondratev C, Pelletier L, Blacque OE, Leroux MR. 2021. CDKL kinase regulates
the length of the ciliary proximal segment. Curr Biol 31: 2359-2373.e7. PubMed ID: 33857430

Perkins LA, Hedgecock EM, Thomson JN, Culotti JG. 1986. Mutant sensory cilia in the nematode Caenorhabditis elegans.
Dev Biol 117: 456-87. PubMed ID: 2428682

Phirke P, Efimenko E, Mohan S, Burghoorn J, Crona F, Bakhoum MW, et al., Swoboda P. 2011. Transcriptional profiling of C.
elegans DAF-19 uncovers a ciliary base-associated protein and a CDK/CCRK/LF2p-related kinase required for intraflagellar
transport. Dev Biol 357: 235-47. PubMed ID: 21740898

Rosenbaum JL, Moulder JE, Ringo DL. 1969. Flagellar elongation and shortening in Chlamydomonas. The use of
cycloheximide and colchicine to study the synthesis and assembly of flagellar proteins. J Cell Biol 41: 600-19. PubMed ID:
5783876

Satoda Y, Noguchi T, Fujii T, Taniguchi A, Katoh Y, Nakayama K. 2022. BROMI/TBC1D32 together with CCRK/CDK20 and
FAM149B1/JBTS36 contributes to intraflagellar transport turnaround involving ICK/CILK1. Mol Biol Cell 33: ar79. PubMed
ID: 35609210

Silverman MA, Leroux MR. 2009. Intraflagellar transport and the generation of dynamic, structurally and functionally diverse
cilia. Trends Cell Biol 19: 306-16. PubMed ID: 19560357

Spassky N, Meunier A. 2017. The development and functions of multiciliated epithelia. Nat Rev Mol Cell Biol 18: 423-436.
PubMed ID: 28400610

 

8/19/2022 - Open Access

https://www.ncbi.nlm.nih.gov/pubmed/24797473
https://www.ncbi.nlm.nih.gov/pubmed/25583998
https://www.ncbi.nlm.nih.gov/pubmed/15988018
https://www.ncbi.nlm.nih.gov/pubmed/25801021
https://www.ncbi.nlm.nih.gov/pubmed/31339880
https://www.ncbi.nlm.nih.gov/pubmed/28476861
https://www.ncbi.nlm.nih.gov/pubmed/27634431
https://www.ncbi.nlm.nih.gov/pubmed/30955935
https://www.ncbi.nlm.nih.gov/pubmed/34731674
https://www.ncbi.nlm.nih.gov/pubmed/9218142
https://www.ncbi.nlm.nih.gov/pubmed/24853502
https://www.ncbi.nlm.nih.gov/pubmed/11121779
https://www.ncbi.nlm.nih.gov/pubmed/33857430
https://www.ncbi.nlm.nih.gov/pubmed/2428682
https://www.ncbi.nlm.nih.gov/pubmed/21740898
https://www.ncbi.nlm.nih.gov/pubmed/5783876
https://www.ncbi.nlm.nih.gov/pubmed/35609210
https://www.ncbi.nlm.nih.gov/pubmed/19560357
https://www.ncbi.nlm.nih.gov/pubmed/28400610


 

Tam LW, Ranum PT, Lefebvre PA. 2013. CDKL5 regulates flagellar length and localizes to the base of the flagella in
Chlamydomonas. Mol Biol Cell 24: 588-600. PubMed ID: 23283985

Tam LW, Wilson NF, Lefebvre PA. 2007. A CDK-related kinase regulates the length and assembly of flagella in
Chlamydomonas. J Cell Biol 176: 819-29. PubMed ID: 17353359

Yang Y, Roine N, Mäkelä TP. 2013. CCRK depletion inhibits glioblastoma cell proliferation in a cilium-dependent manner.
EMBO Rep 14: 741-7. PubMed ID: 23743448

Yi P, Xie C, Ou G. 2018. The kinases male germ cell-associated kinase and cell cycle-related kinase regulate kinesin-2 motility
in Caenorhabditis elegans neuronal cilia. Traffic 19: 522-535. PubMed ID: 29655266

Funding: NIH (R35 GM122463)

Author Contributions: Ashish Kumar Maurya: conceptualization, data curation, formal analysis, investigation, methodology,
visualization, writing - original draft, writing - review editing. Piali Sengupta: funding acquisition, writing - review editing,
conceptualization, writing - original draft, investigation, methodology, supervision, project.

Reviewed By: Anonymous

History: Received August 1, 2022 Revision Received August 3, 2022 Accepted August 3, 2022 Published Online August 4,
2022

Copyright: © 2022 by the authors. This is an open-access article distributed under the terms of the Creative Commons
Attribution 4.0 International (CC BY 4.0) License, which permits unrestricted use, distribution, and reproduction in any
medium, provided the original author and source are credited.

Citation: Maurya, AK; Sengupta, P (2022). The DYF-5 RCK and CDKL-1 CDKL5 kinases contribute differentially to shape
distinct sensory neuron cilia morphologies in C. elegans. microPublication Biology. 10.17912/micropub.biology.000619

 

8/19/2022 - Open Access

https://www.ncbi.nlm.nih.gov/pubmed/23283985
https://www.ncbi.nlm.nih.gov/pubmed/17353359
https://www.ncbi.nlm.nih.gov/pubmed/23743448
https://www.ncbi.nlm.nih.gov/pubmed/29655266
https://doi.org/10.17912/micropub.biology.000619

