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Abstract
The phytochrome (phy) system enables plants to adapt to canopy shade. By sensing the reduction of the red:far-red light ratio
in shade, phyA and phyB trigger downstream signalling cascades which eventually lead to enhanced elongation growth. In this
study, we show that the F-box protein EID1 takes on an essential function within the shade avoidance response in Arabidopsis
thaliana by repressing phyA action and thereby allowing seedlings to elongate in shade. Thus, altering EID1 activity provides
a means to adapt the shade response without affecting phyB action and could have played a role in the evolution of shade
tolerance.
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Figure 1. EID1 promotes shade-induced hypocotyl growth:

(A-C) Shade avoidance phenotype of 7-day-old seedlings. Seedlings of different genotypes were grown for 3 days in WL (35
µmol·m-2·s-1) at 21 °C and then transferred to either simulated shade (WL, 35 µmol·m-2·s-1 + FR, 35 µmol·m-2·s-1) or kept in
WL for another 4 days. n=20. Letters indicate statistical significance determined by two-way ANOVA followed by post-hoc
Tukeys HSD test; p<0.05. One representative experiment out of three replicate experiments is shown.
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(D) phyA protein levels. Col-0 and eid1-6 seedlings were grown for 4 days in darkness and then transferred for 2 h, 4 h, and 8
h to either WL (35 µmol·m-2·s-1) or simulated shade (WL, 35 µmol·m-2·s-1 + FR, 35 µmol·m-2·s-1). Total protein extracts were
analysed by SDS-PAGE and immunoblotting. phyA was detected in protein extracts using anti-phyA antibody. ACTIN1
served as loading control and was detected with α-Actin antibody.

(E) Light spectra of the used WL and simulated shade (WL+FR) conditions. Relative levels of phytochrome in the active Pfr
state (Pfr/Ptot) for the different light conditions were calculated according to Mancinelli (1994).

(F) Working model of how EID1 modulates the shade avoidance response in A. thaliana. EID1 is repressing phyA activity,
thereby releasing the repression of hypocotyl elongation. Published data and data presented in this study suggest that EID1 is
largely specific for phyA, but minor phyA-independent effects cannot be ruled out at present. Figure was created with
BioRender.com.

Description
Limited light availability can threaten plant survival in high plant density environments and reduce yield in plantings of
agronomically important crops. Neighbouring plants absorb large parts of the photosynthetically active radiation (PAR),
including red (R) light, whereas far-red (FR) light is poorly absorbed and in part also reflected. Hence, compared to immediate
sunlight, the red:far-red light ratio (R:FR) is strongly reduced in canopy shade or proximity of neighbouring plants. This
reduction is sensed by R and FR light photoconvertible photoreceptors, named phytochromes (phys). PhyA and phyB are
conserved in seed plants and it is well established that phyB is activated by light with a high R and low FR content, while
phyA is most active in light with a high FR content. Both phyA and phyB suppress hypocotyl elongation in seedlings when
activated under the respective light condition (Legris et al., 2019).

In shade-intolerant plants, including the model plant Arabidopsis thaliana and many important crops, low R:FR initiates a set
of adaptive responses, collectively known as the shade avoidance response (SAR). SAR aims at outgrowing plants in close
proximity, thereby optimising photosynthetic activity by increasing growth at the expense of crop yield and defence. PhyB is
believed to be the main regulator of SAR, repressing this response in sunlight but not in shade (Franklin et al., 2008; Casal et
al., 2012). Function of phyA in SAR was shown to be most important during de-etiolation and inhibition of hypocotyl
elongation under deep shade conditions, antagonising the effect of phyB (Yanovsky et al., 1995; Martinez-Garcia et al., 2014).
In contrast to shade-intolerant plants, shade-tolerant species do not increase growth in shade conditions. Recent findings show
that a highly efficient phyA-dependent pathway supresses the SAR in the shade-tolerant species Cardamine hirsuta, a close
relative of Arabidopsis (Molina-Contreras et al., 2019). This suggests that in Arabidopsis and potentially other shade-
intolerant species, this phyA-dependent pathway could be inactivated, leading to the induction of SAR by inactivation of phyB
in low R:FR conditions.

EMPFINDLICHER IM DUNKELROTEN LICHT 1 (EID1) is one of the very few light signalling components known that
specifically affect phyA action, making EID1 an interesting candidate to examine in the context of SAR (Büche et al., 2000). It
was postulated that EID1 is an F-box protein, which as part of an SCF ubiquitin-ligase complex targets positive components of
the phyA signalling cascade for degradation via the proteasome (Dieterle et al., 2001; Marrocco et al., 2006).

It was already shown that adult eid1 mutant plants exhibit reduced petiole elongation in simulated shade (Marrocco et al.,
2006). In the presented work, we examined whether non-functional EID1 also leads to alterations in shade induced hypocotyl
elongation at seedling stage. Indeed, eid1 mutants in the Col-0 as well as in the Ler-0 background show a clear hyposensitive
response to simulated shade (WL + FR) with reduced hypocotyl growth compared to the wildtype. This suggests that EID1-
dependent repression of phyA action is required for full induction of the SAR (Figure 1A-C). In order to assess the importance
of EID1 for SAR, well-described mutants exhibiting a strong reduction in SAR were used as reference. The included mutants
are on one hand sav3-2, which is impaired in biosynthesis of the growth-promoting phytohormone auxin, and on the other
hand the pif4-101 pif5-3 double and pif7-2 single mutant, which are lacking essential components of phy signalling pathways
(Tao et al., 2008; Lorrain et al., 2008; Koini et al., 2009; Li et al., 2012). Although sav3-2 and pif7-2 show an even more
pronounced phenotype in simulated shade than eid1-6 and eid1-9 seedlings, EID1 deficient seedlings clearly show a stronger
impairment in SAR than the pif4-101 pif5-3 mutant. EID1 therefore plays an essential role in SAR.

The observation that both phyA-201 single and eid1-1 phyA-201 double mutants showed a hypersensitive response in
simulated shade confirms that EID1 acts via phyA-dependent mechanisms within the SAR. On the other hand, eid1-1 phyB-5
seedlings showed an intermediate phenotype compared to eid1-1 and phyB-5 single mutants in shade. This finding is in good
agreement with the assumption that phyA-dependent repression of hypocotyl elongation is still intact in the phyB-5 mutant and
enhanced through the absence of EID1.
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How EID1 is functioning on a molecular level is still not understood. As EID1 is an F-box protein, it stands to reason that
EID1 induces phyA protein degradation in shade. Büche et al. (2000) already analysed phyA degradation rates in seedlings
lacking functional EID1 under different light conditions. Their findings strongly suggest that EID1 is not involved in the
degradation of phyA in monochromatic light. It is however possible that phyA degradation is dependent on EID1 under
specific, more natural light conditions, like for example in canopy shade. To test for possible alterations of phyA levels and
degradation kinetics in shade conditions, Col-0 and eid1-6 seedlings were grown for 4 days in darkness and then transferred
for 2 h, 4 h, and 8 h to either simulated shade or WL. phyA protein levels were analysed via immunoblotting (Figure 1D). At
any time-point tested, phyA protein levels were higher in simulated shade when compared to WL. These findings suggest that
phyA is stabilised by simulated shade, which is in good agreement with results from Martinez-Garcia et al. (2014). However,
the eid1-6 mutation did not have any detectable effect on phyA stability in WL nor in simulated shade, showing that even in
shade conditions, EID1 is unlikely to control phyA action by targeting phyA for degradation.

Although a potential effect of EID1 through other factors has not yet been tested in detail, previous reports together with our
findings suggest that EID1 is largely specific for phyA (Büche et al., 2000; Dieterle et al., 2001). Our data strongly suggest
that EID1 suppresses the negative effect of phyA on SAR, making it an essential component for the response to shade
conditions in Arabidopsis and possibly other shade-intolerant species. Thus, altering EID1 activity would allow plants to fine-
tune the response to shade conditions without interfering with the general role of phyB in regulation of growth and
development (Figure 1E, F). This makes EID1 a potential target in the evolution of shade-tolerance, since weak EID1 alleles
or loss-of-function EID1 alleles would lead to increased phyA activity and thereby suppress shade-induced growth. Apart from
EID1, only few phyA-specific factors have been identified so far, including FHY1/FHL, LAF1, LAF3, LAF6, and NOT9B
(Whitelam et al., 1993; Zhou et al., 2005; Ballesteros et al., 2001; Hare et al., 2003; Møller et al., 2001; Schwenk et al., 2021).
However, their effect on SAR has not yet been investigated in detail.

In this study, we showed that seedlings deficient in EID1 are unable to suppress the negative effect of phyA on hypocotyl
growth in shade conditions, establishing EID1 as important factor in the SAR. The molecular mechanism underlying the effect
of EID1 on phyA-dependent repression of the SAR is still unknown, but it is unlikely that EID1 acts by promoting the
degradation of phyA in shade conditions.

Methods
Light conditions

Seedlings were grown at 21 °C in HettCube 400R incubators (Hettich Lab Technology, Beverly, USA) equipped with LED
lights of different light quality. For white light conditions (WL) a fluence rate of 35 µmol·m-2·s-1 was chosen. For simulated
shade conditions (WL+FR) 35 µmol·m-2·s-1 of white light were supplemented with 35 µmol·m-2·s-1 of far-red light (λ = 740
nm). White and far-red light fluence rates were measured using a LI-250 light meter equipped with a LI-190R Quantum sensor
(LI-COR, Bad Homburg, Germany) and a X1 Optometer equipped with a PS-3703-4 sensor (Gigahertz-Optik, Türkenfeld,
Germany) respectively. Light spectra of conditions used in all experiments were measured using a AvaSpec-ULS2048-USB2-
FCPC spectrometer (Avantes B.V., Apeldoorn, Netherlands) and are shown in Figure 1E. Pfr/Ptot levels were calculated
according to Mancinelli (1994). We also calculated the R:FR ratio (Extended Data), which differs depending on the R and FR
wavelength ranges used for the calculation. The numbers given in the plots in the Extended Data are based on the definition by
Whitelam and Franklin (2005) (R = 655-665 nm; FR = 725-735 nm) and Martinez-Garcia et al. (2014) (R = 640-670 nm; FR =
720-750 nm); it should be noted that it is not possible to conclude on the Pfr/Ptot level based on the R:FR ratio alone, since
wavelength ranges that are not taken into account in the R:FR ratio also influence the photoconversion of phytochromes.

Phenotypic analysis

Arabidopsis thaliana (L.) Heynh. wildtype and mutant seeds (see Reagents) were sown on 1/2 MS media (0.98 g·l-1 MES,
2.15 g·l-1 MS salts, 10 g·l-1 Bacto Agar, pH 5.7) and stratified for 3 days in darkness at 4 °C. Each plate was prepared as
duplicate. After stratification, all plates were transferred to WL conditions. After 3 days of growth, one plate of each duplicate
was transferred to simulated shade (WL+FR). Seedlings were grown for another 4 days. 20 seedlings per genotype and light
conditions were fixed and scanned for subsequent hypocotyl measurements using ImageJ software.

Protein level analysis

Col-0 and eid1-6 seeds were sown on 1/2 MS media and stratified for 3 days in darkness at 4 °C. Germination was induced for
6 h in WL at 21 °C. Then, the seedlings were grown for 4 days in darkness at 21 °C before transfer to either WL or WL+FR
conditions for different amounts of time. Proteins were extracted from the seedlings under denaturing conditions (65 mM
Tris/HCl pH 6.8, 4 M urea, 10 % glycerol, 3 % SDS, 0.05 % bromophenol blue). Total protein concentration of the extracts
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was measured using the amido black method (Popov et al., 1975). 20 µg of total protein extracts were separated by 10 %
sodium dodecyl sulphate-polyacrylamide gel electrophoresis. The gel was then blotted on Immobilon-P PVDF membrane
(Merck Millipore, Billerica, USA) using the Wet Blotting system (Bio-Rad Laboratories, Hercules, USA). Actin was detected
by the anti-Actin antibody at 1:10000 dilution (10-B3; Sigma-Aldrich, Saint Louis, USA). phyA was detected using the anti-
phyA antibody at 1:2000 dilution (AS07 220; Agrisera AB, Vännäs, Sweden).

Reagents
Chemicals

Chemical Supplier

2-(N-morpholino)ethanesulfonic acid (MES) Carl Roth (Karlsruhe, Germany), 4256.2

Bacto Agar Becton, Dickinson and Company (Franklin Lakes, USA), 214010

Murashige & Skoog medium (MS salts) Duchefa Biochemie (Haarlem, Netherlands), M0221

Gene accession numbers

Gene Accession number

EID1 AT4G02440

PHYA AT1G09570

PHYB AT2G18790

TAA1 AT1G70560

PIF4 AT2G43010

PIF5 AT3G59060

PIF7 AT5G61270

Plant lines used in this study

Plant line Background Reference

Col-0

Ler-0

eid1-6 Col-7 Marrocco et al. (2006)

eid1-9 Col-0 SALK_027403, Alonso et al. (2003)

sav3-2 (a taa1 mutant allele) Col-0 Tao et al. (2008)
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pif4-101 pif5-3 Col-0 De Lucas et al. (2008)

pif7-2 Col-0 Leivar et al. (2008)

phyB-9 Col-0 Reed et al. (1993)

phyA-211 Col-0 Reed et al. (1994)

eid1-1 Ler-0 Dieterle et al. (2001)

eid1-1 phyB-5 Ler-0 Büche et al. (2000)

phyB-5 Ler-0 Reed et al. (1993)

eid1-1 phyA-201 Ler-0 this study

phyA-201 Ler-0 Reed et al. (1994)
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Extended Data
Description: For the light spectra shown in Figure 1E (white light, WL; simulated shade, WL+FR), the R:FR ratio was
calculated according to Whitelam and Franklin (2005) (R = 655-665 nm, FR = 725-735 nm) or Martinez-Garcia et al. (2014)
(R = 640-670 nm, FR = 720-750 nm). The R and FR wavelength ranges taken into account for the calculations are indicated in
the plots.. Resource Type: Image. File: R-FR ratio.pdf. DOI: 10.22002/4sscy-r7569

References
Alonso JM, Stepanova AN, Leisse TJ, Kim CJ, Chen H, Shinn P, et al., Ecker JR. 2003. Genome-wide insertional mutagenesis
of Arabidopsis thaliana. Science 301(5633): 653-7. PubMed ID: 12893945

Ballesteros ML, Bolle C, Lois LM, Moore JM, Vielle-Calzada JP, Grossniklaus U, Chua NH. 2001. LAF1, a MYB
transcription activator for phytochrome A signaling. Genes Dev 15(19): 2613-25. PubMed ID: 11581165

Büche C, Poppe C, Schäfer E, Kretsch T. 2000. eid1: a new Arabidopsis mutant hypersensitive in phytochrome A-dependent
high-irradiance responses. Plant Cell 12(4): 547-58. PubMed ID: 10760243

Casal JJ. 2012. Shade avoidance. The Arabidopsis Book 10: e0157. PubMed ID: 22582029

de Lucas M, Davière JM, Rodríguez-Falcón M, Pontin M, Iglesias-Pedraz JM, Lorrain S, et al., Prat S. 2008. A molecular
framework for light and gibberellin control of cell elongation. Nature 451(7177): 480-4. PubMed ID: 18216857

Dieterle M, Zhou YC, Schäfer E, Funk M, Kretsch T. 2001. EID1, an F-box protein involved in phytochrome A-specific light
signaling. Genes Dev 15(8): 939-44. PubMed ID: 11316788

Franklin KA. 2008. Shade avoidance. New Phytol 179(4): 930-44. PubMed ID: 18537892

Franklin KA, Whitelam GC. 2005. Phytochromes and shade-avoidance responses in plants. Ann Bot 96(2): 169-75. PubMed
ID: 15894550

Hare PD, Moller SG, Huang LF, Chua NH. 2003. LAF3, a novel factor required for normal phytochrome A signaling. Plant
Physiol 133(4): 1592-604. PubMed ID: 14645728

Koini MA, Alvey L, Allen T, Tilley CA, Harberd NP, Whitelam GC, Franklin KA. 2009. High temperature-mediated
adaptations in plant architecture require the bHLH transcription factor PIF4. Curr Biol 19(5): 408-13. PubMed ID: 19249207

 

12/12/2023 - Open Access

https://portal.micropublication.org/uploads/91dc097d707144f39055%3Cwbr/%3E239013d33cb2.pdf
https://doi.org/10.22002/4sscy-r7569
https://www.ncbi.nlm.nih.gov/pubmed/12893945
https://www.ncbi.nlm.nih.gov/pubmed/11581165
https://www.ncbi.nlm.nih.gov/pubmed/10760243
https://www.ncbi.nlm.nih.gov/pubmed/22582029
https://www.ncbi.nlm.nih.gov/pubmed/18216857
https://www.ncbi.nlm.nih.gov/pubmed/11316788
https://www.ncbi.nlm.nih.gov/pubmed/18537892
https://www.ncbi.nlm.nih.gov/pubmed/15894550
https://www.ncbi.nlm.nih.gov/pubmed/14645728
https://www.ncbi.nlm.nih.gov/pubmed/19249207


 

Legris M, Ince YÇ, Fankhauser C. 2019. Molecular mechanisms underlying phytochrome-controlled morphogenesis in plants.
Nat Commun 10(1): 5219. PubMed ID: 31745087

Leivar P, Monte E, Al-Sady B, Carle C, Storer A, Alonso JM, Ecker JR, Quail PH. 2008. The Arabidopsis phytochrome-
interacting factor PIF7, together with PIF3 and PIF4, regulates responses to prolonged red light by modulating phyB levels.
Plant Cell 20(2): 337-52. PubMed ID: 18252845

Li L, Ljung K, Breton G, Schmitz RJ, Pruneda-Paz J, Cowing-Zitron C, et al., Chory J. 2012. Linking photoreceptor excitation
to changes in plant architecture. Genes Dev 26(8): 785-90. PubMed ID: 22508725

Lorrain S, Allen T, Duek PD, Whitelam GC, Fankhauser C. 2008. Phytochrome-mediated inhibition of shade avoidance
involves degradation of growth-promoting bHLH transcription factors. Plant J 53(2): 312-23. PubMed ID: 18047474

Mancinelli AL. 1994. The physiology of phytochrome action. In: Kendrick RE, Kronenberg GHM (eds). Photomorphogenesis
in Plants. Springer, Dordrecht. DOI: 10.1007/978-94-011-1884-2_10

Marrocco K, Zhou Y, Bury E, Dieterle M, Funk M, Genschik P, et al., Kretsch T. 2006. Functional analysis of EID1, an F-box
protein involved in phytochrome A-dependent light signal transduction. Plant J 45(3): 423-38. PubMed ID: 16412087

Martínez-García JF, Gallemí M, Molina-Contreras MJ, Llorente B, Bevilaqua MR, Quail PH. 2014. The shade avoidance
syndrome in Arabidopsis: the antagonistic role of phytochrome A and B differentiates vegetation proximity and canopy shade.
PLoS One 9(10): e109275. PubMed ID: 25333270

Molina-Contreras MJ, Paulišić S, Then C, Moreno-Romero J, Pastor-Andreu P, Morelli L, et al., Martínez-García JF. 2019.
Photoreceptor activity contributes to contrasting responses to shade in Cardamine and Arabidopsis seedlings. Plant Cell
31(11): 2649-63. PubMed ID: 31530733

Møller SG, Kunkel T, Chua NH. 2001. A plastidic ABC protein involved in intercompartmental communication of light
signaling. Genes Dev 15(1): 90-103. PubMed ID: 11156608

Popov N, Schmitt M, Schulzeck S, Matthies H. 1975. [Reliable micromethod for determination of the protein content in tissue
homogenates]. Acta Biol Med Ger 34(9): 1441-6. PubMed ID: 1221733

Reed JW, Nagatani A, Elich TD, Fagan M, Chory J. 1994. Phytochrome A and phytochrome B have overlapping but distinct
functions in Arabidopsis development. Plant Physiol 104(4): 1139-49. PubMed ID: 12232154

Reed JW, Nagpal P, Poole DS, Furuya M, Chory J. 1993. Mutations in the gene for the red/far-red light receptor phytochrome
B alter cell elongation and physiological responses throughout Arabidopsis development. Plant Cell 5(2): 147-57. PubMed ID:
8453299

Schwenk P, Sheerin DJ, Ponnu J, Staudt AM, Lesch KL, Lichtenberg E, et al., Hiltbrunner A. 2021. Uncovering a novel
function of the CCR4-NOT complex in phytochrome A-mediated light signalling in plants. Elife 10:e63697. PubMed ID:
33783355

Tao Y, Ferrer JL, Ljung K, Pojer F, Hong F, Long JA, et al., Chory J. 2008. Rapid synthesis of auxin via a new tryptophan-
dependent pathway is required for shade avoidance in plants. Cell 133(1): 164-76. PubMed ID: 18394996

Whitelam GC, Johnson E, Peng J, Carol P, Anderson ML, Cowl JS, Harberd NP. 1993. Phytochrome A null mutants of
Arabidopsis display a wild-type phenotype in white light. Plant Cell 5(7): 757-68. PubMed ID: 8364355

Yanovsky MJ, Casal JJ, Whitelam GC. 1995. Phytochrome A, phytochrome B and HY4 are involved in hypocotyl growth
responses to natural radiation in Arabidopsis: weak de‐etiolation of the phyA mutant under dense canopies. Plant Cell Environ.
18: 788-94. DOI: 10.1111/j.1365-3040.1995.tb00582.x

Zhou Q, Hare PD, Yang SW, Zeidler M, Huang LF, Chua NH. 2005. FHL is required for full phytochrome A signaling and
shares overlapping functions with FHY1. Plant J 43(3): 356-70. PubMed ID: 16045472

Funding: This study was supported by the National Research Fund, Luxembourg (Project Reference 14546015) and the
German Research Foundation (DFG) under Germany's Excellence Strategy (CIBSS – EXC‑2189 – Project ID 390939984).

Author Contributions: Anne-Marie Staudt: conceptualization, data curation, formal analysis, funding acquisition,
investigation, methodology, validation, visualization, writing - original draft. Thomas Kretsch: resources, writing - review
editing. Andreas Hiltbrunner: conceptualization, formal analysis, funding acquisition, project administration, resources,
supervision, visualization, writing - review editing.

Reviewed By: Anonymous

 

12/12/2023 - Open Access

https://www.ncbi.nlm.nih.gov/pubmed/31745087
https://www.ncbi.nlm.nih.gov/pubmed/18252845
https://www.ncbi.nlm.nih.gov/pubmed/22508725
https://www.ncbi.nlm.nih.gov/pubmed/18047474
https://doi.org/10.1007/978-94-011-1884-2_10
https://www.ncbi.nlm.nih.gov/pubmed/16412087
https://www.ncbi.nlm.nih.gov/pubmed/25333270
https://www.ncbi.nlm.nih.gov/pubmed/31530733
https://www.ncbi.nlm.nih.gov/pubmed/11156608
https://www.ncbi.nlm.nih.gov/pubmed/1221733
https://www.ncbi.nlm.nih.gov/pubmed/12232154
https://www.ncbi.nlm.nih.gov/pubmed/8453299
https://www.ncbi.nlm.nih.gov/pubmed/33783355
https://www.ncbi.nlm.nih.gov/pubmed/18394996
https://www.ncbi.nlm.nih.gov/pubmed/8364355
https://doi.org/10.1111/j.1365-3040.1995.tb00582.x
https://www.ncbi.nlm.nih.gov/pubmed/16045472


 

History: Received October 6, 2023 Revision Received November 29, 2023 Accepted December 5, 2023 Published Online
December 12, 2023 Indexed December 26, 2023

Copyright: © 2023 by the authors. This is an open-access article distributed under the terms of the Creative Commons
Attribution 4.0 International (CC BY 4.0) License, which permits unrestricted use, distribution, and reproduction in any
medium, provided the original author and source are credited.

Citation: Staudt, AM; Kretsch, T; Hiltbrunner, A (2023). EID1 promotes the response to canopy shade in Arabidopsis
thaliana by repressing the action of phytochrome A. microPublication Biology. 10.17912/micropub.biology.001015

 

12/12/2023 - Open Access

https://doi.org/10.17912/micropub.biology.001015

